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With an introduction by H. James Birx




Ernst Haeckel Charles Darwin Thomas Huxley

The idea of “human evolution”
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Neandertalere
Tidlige hominider



Locations of H. erectus fossils

America




THE FORGOTTEN EXODUS

:INTO AFRICA

THEORY OF"HUMAN‘ EVOLUTION

FOREWORD BY GRAHAM HANCOCK






Chimpanzee was chosen as the closest
living ancestor to human




Standard evolutionary
tree (phylogeny) for
human evolution




Morphological and molecular
mosaics between humans and apes

Journal of Biogeography (J. Biogeogr.) (2009)

Evolution of the second orangutan:
| | dasil phylogeny and biogeography of hominid

origins

John R. Grehan'* and Jeffrey H. Schwartz?




Alpha motif protein 11



“in 30% of the genome, gorilla is
closer to human or chimpanzee
than the latter are to each other.”
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Scally, A. et al. 2012. Insights into hominid evolution from the gorilla
genome sequence. Nature. 483 (7388): 169-175.



“For about 23% of out
genome, we share no

immediate genetic ancestry
with our closest living relative,
the chimpanzee

Ebersberger, I. et al., 2007, “Mapping human genetic
ancestry.” Journal of Molecular Biology and Evolution




Is the DNA of human and
chimpanzees 98 to 99% identical




“About two thirds could be
unambiguously alighed to DNA
sequences in humans”

Ebersberger, I. et al. 2002. Genomewide Comparison of DNA
Sequences between Humans and Chimpanzees. American
Journal of Human Genetics. 70 (6): 1490-1497.
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e of nearly identical human-chimp DNA

similarity re-evaluated using omitted data

Jeffrey Tomkins and Jerry Bergman

Human and chimp
genomes only 66 to 87%
similar when omitted
data is factored back in.
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Initial sequencing and analysis of the
human genome

International Human Genome Sequencing Consortium*

The human genome holds an extraordinary trove of inf 4 . | 19y, medicine and evolution.
Here we report the results of an international collabor: s PR iraft sequence of the human
genome. We also present an initial analysis of the dat: 3 i gleaned from the sequence.

The Sequence of the Human Genome

). Craig Venter,'* Mark D. Adams,” Eugene W. Myers, Peter W. Li," Richard J. Mural,’
Granger G. Sutton,’ Hamilton O. Smith,” Mark Yandell," Cheryl A. Evans,” Robert A. Holt,’
Jeannine D. Gocayne,’ Peter Amanatides,” Richard M. Ballew,’ Daniel H. Huson,’
Jennifer Russo Wortman,? Qing Zhang," Chinnanna N Kadira 1 Yiananun H 7hane 1
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zwoming Deng’ vale | njtial sequence of the chimpanzee
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rkulov,” Natalia Milsl genome

Beena Neelam,” Deb:
ue,’ Jingtao Sun,” Zh
IHE Wides,"® Chunlin Xiac

1 A
HUMAN - :ngyu ?hang' Q1I2 Zh: Here we present a draft genome sequence of the common chimpanzee (Pan troglodytes)
GENOME / Shaying Zhao,'* De pyman genome, we have generated a largely complete catalogue of the genetic differenc
ibal Cravchik,1 Trevo the human and chimpanzee species diverged from our common ancestor, constituting ap
)lly Baden,‘ Mary Bar single-nucleotide changes, five million insertion/deletion events, and various chromoson
1 aas . catalogue to explore the magnitude and regional variation of mutational forces shaping t
Center, M'“g Lai Ct strength of positive and negative selection acting on their genes. In particular, we find th
usanne DiEtl.1 Kristir human and chimpanzee protein-coding genes are highly correlated and dominated by the
deleterious alleles. We also use the chimpanzee genome as an outgroup to investigate h

identify signatures of selective sweeps in recent human evolution.

The Chimpanzee Sequenc




Vol 4371 September 2005/doi:10.1038/nature04072 nature
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Initial sequence of the chimpanzee
genome and comparison with the human

genome

The Chimpanzee Sequencing and Analysis Consortium*

Here we present a draft genome sequence of the common chimpanzee (Pan troglodytes)
human genome, we have generated a largely complete catalogue of the genetic differenc
the human and chimpanzee species diverged from our common ancestor, constituting ap
single-nucleotide changes, five million insertion/deletion events, and various chromoson
catalogue to explore the magnitude and regional variation of mutational forces shaping t
strength of positive and negative selection acting on their genes. In particular, we find th
human and chimpanzee protein-coding genes are highly correlated and dominated by the
deleterious alleles. We also use the chimpanzee genome as an outgroup to investigate h
identify signatures of selective sweeps in recent human evolution.

((% alignment Identity x amount aligned) / 2004 human genome size) x 100

((-9577 x 2.4 Gb) / 2.85 Gb) =



Cherry Picking the data...
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Human Genome
Sequencing Project

Page-by-page
sequencing strategy

AGTTCGTAACCTA
ATTGGACTTCGGA

CTTGATCGATGTA
ACTGGGATCCTAC
TCGCGTATAGCCC

GATATCGAT
ATACAGCTTCTAT
TAGATCGATGAAT

TGGCAATTGTAGA
TAACCTGCATGCT
TGATCGATGTACT
GGATCTTACAAGT
GGATTAARANACCA
AACGTTAGATCGA
TAGCACATCGCGT

ATAGCC TAGAT
CGTGTATCGATAT

CGATCGATGACTA
CAGCTAGCGTGAT
ATGCTGACTGTAG
ATAACCTGCCTTG

GAGCGTTGCCAG
ATCGATGTACTGG
ATCTTACAAGTAA
CGTTAGATCGATA




Chimp - All-at-once sequencing strategy

Shred the whole genome =

into small pieces SN ERNNnn”

Decipher the words on each
fragment

Look for overlaps to
assemble everything at once

Align the sequences onto
human genome as a scaffold
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Human chromosome (reference sequence)
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sequence
reads

Reconstructed chimp chromosome based on human
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GREAT APE

A~ = GENOME§/
) A = ﬂf:ﬂj:f\ﬂ%%" 7/ 7]
June 2018

“the higher-quality human genome assemblies
have often been used to guide the final stages of
nonhuman genome projects, including the order
and orientation of sequence contigs and, perhaps
more importantly, the annotation of genes”

“This bias has effectively “humanized” other ape
genome assemblies”

High-resolution comparative analysis of great ape

genomes

Zev N. Kronenberg', lan T. Fiddes2", David Gordon.%", Shwetha Murali':>", Stuart Cantsilieris'-", Olivia S. Meyerson®", Jas...




OPEN 8 ACCESS Freely available online :. PLOS one

Abundant Human DNA Contamination Identified in Non-
Primate Genome Databases

Mark S. Longo, Michael J. O’Neill, Rachel J. O'Neill*

Department of Molecular and Cell Biology, University of Connecticut, Storrs, Connecticut, United States of America

@'PLOS ‘ ONE

RESEARCH ARTICLE
Human Contamination in Public Genome
Assemblies

Kirill Kryukov, Tadashi Imanishi*
Department of Molecular Life Science, School of Medicine, Tokai University, Isehara, Kanagawa, Japan

* imanishi @tokai.ac.jp
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Questions:

* |s the chimpanzee genome accurately
assembled?

* |s human DNA contamination a problem in
the chimpanzee genome?



What is the actual DNA similarity
between humans and
chimpanzees and how can this be
determined?




DNA Similarity

Human TTTCCACCCTTACAGCTAAAT

EErr et
Chimp TTTCCACCCTTACAGCTAAAT

100%



Human  TTAAGCT CACCCTTACAGCTAAACGGC

e e e
Chimp ~ TAAGTTC CACCCTTACAGCTAAACGGC

27/28 bases match
96% similarity



The Big Question...
What gets included and what gets thrown out?

Substitutions Indel (insertion/deletion)

TTTCACACTCCTT-ACAGCTAAATTTGCGCCGCTTA--GCTAAATG

R R R R EERERER R R
TTTCGCACGCCTTAACAGCTAA GCCGCTTACGGCTAAATG

Indel (gap) indel
Identity based on:

Substitutions => 46/48 or
Substitutions + indels => 39/48 or



Answers Research Journal 9 (2016):294-298. ARJ
www.answersingenesis.org/arj/v?/101_chimpanzee_human_DNA.pdf

Analysis of 101 Chimpanzee Trace Read Data Sets:
Assessment of Their Overall Similarity to Human and Possible
Contamination With Human DNA

Jeffrey P. Tomkins, Institute for Creation Research, 1806 Royal Lane, Dallas, Texas 75229.

Sampled 25,000 DNA sequences at random from
each of 101 data sets — total 2.5 million.

DNA sequences were on average 704 bases long




Query TTTCCGCCCTTACAGCTAAAT

LEErE ettt
Subject TTTCCACCCTT--AGCTAAAT

Chromosome
1 s 1

Best hit

2 _________________________________________________. |



Overall Identity of Each Fasta Trace Read Data Set
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Years DNA similarity

2002-2004 92%
2005-2011 85%



18,000 segments of high-quality chimp
unbiased DNA sequence

Average 30,000 bases each

Matched (aligned) onto human genome

-

Alignments were 10,000 bases on average
Ave identity of the alignments =



% Queen Mary

University of London

Richard Buggs, PhD
Professor of Evolutionary Genomics

“The percentage of
nucleotides in the human
genome that had one-to-
one exact matches in the
chimpanzee genome was
84.38%" (2018)


https://discourse.biologos.org/t/human-chimp-genome-similarity/38409/121

nature April, 2025

Explore content ¥  About the journal v  Publish with us v

nature > articles > article

Article  Open access = Published: 09 April 2025

Complete sequencing of ape genomes

DongAhn Yoo, Arang_Rhie, Prajna Hebbar, Francesca Antonacci, Glennis A. Logsdon, Steven J. Solar, Dmitry

Jessica M. Storer, Jiadong Lin, Abigail N. Sequeira, Riley J. Mangan, Glenn Hickey, Graciela Monfort Anez,
Parithi Balachandran, Anton Bankevich, Christine R. Beck, Arjun Biddanda, Matthew Borchers, Gerard G.
Bouffard, ... Evan E. Eichler & 4+ show authors

Nature 641, 401-418 (2025) ‘ Cite this article

Chimpanzee genome had a 84% one-to-one nucleotide autosomal
(non-sex chromosomes) DNA identity for compared to human.



Theoretical evolutionists need a 98.5 to
99% genome similarity to explain human
evolution with known mutation rates in 3

to 6 million years time since a common
ancestor with chimps.



The human genome is devolving
not evolving

GENETIC
ENTROPY




Declining Lifespans of Noah and His Descendants
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All Apes Humans~

|




Ape fossils (Australopithecus)

Human bones (anatomically modern, H. erectus, Neandertal, Denisovan

Human tools, artifacts, and footprints

A A A A A

5 Mya 4 Mya 3 Mya 2 Mya 1 Mya Present




Laetoli Footprints

Footprints discovered in 1978 in Laetoli,
Tanzania - dated at 3.5 million years old

Who made
these
footprints?




Ape and Human Footprints

Human

Laetoli footprint
(Lucy)



“Indistinguishable from those of
habitually barefoot Homo sapiens”

Russell Tuttle, “The Pattern of Little Feet,” American
Journal of Physical Anthropology, Feb 1989, p. 316.




Olduvai Hominid 1
(anatomically modern
human) discovered in
1913 in same strata as
Australopith fossils
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Lucy

Australopithecus afarensis
discovered by Donald Johanson
in Ethiopia in 1974.

About 40% complete
Dated ~3 million years old
Claimed bipedal (walked upright)



Did Lucy Walk Upright?

| walked over to the cabinet, pulled
out Lucy, and shazam! — she had the
morphology that was classic for
knuckle walkers.”

E. Stokstad, “Hominid Ancestors May Have Knuckle
Walked,” Science, 2000.




“A. anamemsis and A. afarensis
the latter represented by the
famous skeleton known as Lucy —
had wrists capable of locking the
hands in place during knuckle
walking”

“Lucy on the ground with knuckles” Science News,
April 8, 2000
(Reference to p.235 Nature, March 23, 2000)



“Regardless of the status of
Lucy’s knee joint, new
evidence has come forth
that Lucy has the
morphology of a knuckle-
walker.”

Richmand and Strait, “Evidence that

Humans Evolved from Knuckle-Walking
Ancestor,” Nature, 2000.



“Although the transition from Australopithecus
to Homo is usually thought of as a momentous
transformation, the fossil record bearing on the
origin and earliest evolution of Homo is virtually
undocumented.”

PHILOSOPHICAL From Australopithecus to Homo:
the transition that wasn't’

TRANSACTIONS B

rsth.royalsocietypublishing.org
William H. Kimbel' and Brian Villmoare23

Unstitute of Human Origins, and School of Human Evolution and Social Change, Arizona State University,
Tempe, AZ 85287, USA
. 2Department of Anthropology, University of Nevada Las Vegas, Las Vegas, NV 89154, USA
REVIeW C‘r?ssMark 3Department of Anthropology, University College London, London UK WCTH 0BW

Cite this artide: Kimbel WH, Villmoare B. D BY, 0000-0003-1012-9388




Homo habilis (handy man)

“Now widely considered an
‘invalid taxon’”’ (a mixture of
ape-like and human fossils)

Nature 377:111, 1995

“...if there weren't a Homo
habilis we would have to
invent one.”

Milford Wolpoff, American Journal of Physical Anthropology
89(3), Nov. 1992, p, 402







“Detailed comparison of Neanderthal
skeletal remains with those of modern
humans have shown that there is nothing
in Neanderthal anatomy that conclusively
indicates locomotor, manipulative,
intellectual, or linguistic abilities inferior
to those of modern humans.”

Erik Trinkaus, “Hard Times Among the Neanderthals,”
Natural History, 87:10, p. 58






Homo
erectus

* Sloping
forehead

* Pronounced
brow ridge
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Turkana Boy 1984, Kenya



* Sloping
forehead
* Pronounced

brow ridge
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* Sloping forehead
Pronounced brow ridge

Nikolay Valuev
Former professional boxer, Current Member of Russian Parliament



Pronounced Sagittal Crest
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A “Historical” Adam?

April 15, 2010 | By David Opderbeck (guest author)




From Adam to Christ

Seth Kenan ared Methusela Noah Arphaxad Heber Reu Nahor
Abraham

ME]]] Enosh Mahalalel Enoch Lamech Shem Shelah Peleg Serug Terah
Joram Asa Rehoboam Obed Salmon  Amminadab Hezron Judah |
Ahaziah , David AR A EA E BHM E HE B A =B =
Jehoshaphat  Abijah Solomon geae Boaz Nahshon Ram Perez Jacob Isaac
Joash Mattatha Melea Jonam Judah Levi :
Jorim
Amaziah Nathan Menna Eliakim Joseph Simeon Matthat
Semein Joda Rhesa Shealtiel Melchi Cosam Er
Uzziah Mattathias
Eliezar
Josech Joanan Zerubbabel Neri Addi Elmadam Joshua
Naggai Nahum Mattathias Jannai Levi Eli
Jotham
Maath
Ahaz Hesli Amos Joseph Melchi Matthat
Amon Jehoiakim Shealtiel Abihud Azor Achim Eleazar Jacob
Joseph & Mary
Hezekiah |

Manasseh Josiah Jeconiah Zerubbabel Eliakim Zadok Eliud Matthan



Therefore, just as through one man
sin entered the world, and death
through sin, and thus death spread to
all men, because all sinned.

For as in Adam all die, even
so in Christ all shall be made alive.
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Subscribe to receive
our FREE Acts & Facts
Magazine and our
Days of Praise daily
devotional. Available in
both print and digital.




